Experimental Crystal data C 19 H 19 NO M r = 277.35 Monoclinic, P2 1 =n a = 9.3297 (10) Å b = 9.2042 (10) Å c = 18.072 (2) Å = 103.66 (2) V = 1508.0 (3) Å 3 Z = 4 Mo K radiation = 0.07 mm À1 T = 293 (2) K 0.20 Â 0.20 Â 0.20 mm Data collection Rigaku SCXmini diffractometer Absorption correction: multi-scan (CrystalClear; Rigaku, 2005) T min = 0.934, T max = 0.992 14941 measured reflections 3440 independent reflections 1835 reflections with I > 2(I) R int = 0.083 Refinement R[F 2 > 2(F 2 )] = 0.065 wR(F 2 ) = 0.151 S = 0.99 3440 reflections 193 parameters H-atom parameters constrained Á max = 0.13 e Å À3
In the title compound, C 19 H 19 NO, the dihedral angle between the naphthyl ring system and the phenyl ring is 79.83 (6) . An intramolecular O-HÁ Á ÁN hydrogen bond, together with van der Waals interactions, stabilizes the molecular conformation.
Related literature
For related literature, see: Szatmari & Fulop (2004) ; Zhao & Sun (2005 Monoclinic, P2 1 =n a = 9.3297 (10) Å b = 9.2042 (10) Å c = 18.072 (2) Å = 103.66 (2) V = 1508.0 (3) Å 3 Z = 4 Mo K radiation = 0.07 mm À1 T = 293 (2) K 0.20 Â 0.20 Â 0.20 mm
Data collection
Rigaku SCXmini diffractometer Absorption correction: multi-scan (CrystalClear; Rigaku, 2005) T min = 0.934, T max = 0.992 14941 measured reflections 3440 independent reflections 1835 reflections with I > 2(I) R int = 0.083 Refinement R[F 2 > 2(F 2 )] = 0.065 wR(F 2 ) = 0.151 S = 0.99 3440 reflections 193 parameters H-atom parameters constrained Á max = 0.13 e Å À3 Á min = À0.18 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: CrystalClear (Rigaku, 2005) ; cell refinement: CrystalClear; data reduction: CrystalClear; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. 
